. The HZA element is present in genes induced by high cadmium (A) A 14 base pair sequence logo of the HZA element identified by MEME shown in the forward and reverse orientation. The promoter regions of the 29 cadmium-responsive genes [41] in panel B were analyzed. The height of the nucleotide at each position represents the frequency in the 29 DNA sequences. Panel A is identical to Figure 2C. 
. The HZA element was necessary for transcriptional induction of cdf-2 and ttm-1b in response to high zinc (A, D) Diagrams (not to scale) of the cdf-2 and ttm-1b promoter regions extending 204bp and 4067bp upstream of the translation start codons (black line), respectively, that were fused to the coding region for GFP. The fragments include the wild-type GATA binding site (blue box), and the wild-type HZA element (red box) or a mutated HZA element (black box) consisting of 15bp of scrambled nucleotide sequence. (B, E) Fluorescence microscope images of transgenic animals at L4/adult stages containing the indicated promoter constructs and cultured with 0μM, 100μM or 200μM supplemental zinc. Bright field images are overlaid with GFP fluorescence signal (green) that were captured with the identical settings and exposure times. Images in panel E (left) are identical to Figure 1B Numbers indicate the position of the upstream base pair of the GATA element or the HZA element. Positions are relative to the predicted translation start site of the gene (ATG), where the A is defined as +1 and the preceding nucleotide is defined as -1. To search for the GATA element, we used a 12 bp weight matrix, and to search for the HZA element, we used a 15 bp weight matrix.
